Correction to Wu DD, Irwin DM, Zhang YP: Molecular evolution of the keratin associated protein gene family in mammals, role in the evolution of mammalian hair. BMC Evol Biol 2008, 8:241. 
In the publication of our work [1] , in the table two: Amino acid composition of KRTAPs subfamily genes in mammals, the subfamily 30 should be deleted, and the subfamily 34 should be corrected as 30, 35 should be corrected as 34, and 36 should be corrected as 35. Here, we provide a table 1, which is a corrected version of table two. In the additional file 1, mouse gene repertoire in the table S1, at the line 42, the KRTAP34p1 should be corrected as KRTAP30p1; from the line 177 to 189, the chromosomes should be chr1. We provide a correction of additional file 1. We regret any inconvenience caused to researchers. The average amino acid content (%) of high cysteine (HS) and high glycine/tyrosine (HGT) KRTAP subfamily genes is shown. C (cysteine), G (glycine), L (leucine), P (proine), Q (glutamine), S (serine), T (threonine) and Y (tyrosine) are single letter codes for amino acids that are abundant in some KRTAP proteins.
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